Protein database and protein structure analysis

1. How many files can you find for HIV protease complex in PDB?  

2. Please fine one that complexed with a hydroxyethylamine peptidomimetic inhibitor contribselecuted by Dr. Fabry? Give its PDB ID # and Title. 
3. How many chains can you find in this file? Show a picture with different color for each chain. 
4. Show two pictures: 
 (1) inhibitor in spacefill and protein in backbone. 
   (2) positive-charged residues in blue-colored stick, negative-charged residues in  red-colored stick and others in cartoon, colored in structure. 
5. (1) How many atoms can you find that are within 4.0 A of inhibitor chain but do not belong to inhibitor and water. 
     (2) Show one picture to illustrate your answer (Show only atoms within 4A, do not show the rest of proteins). 
6. (1) Find the possible candidates that can form H-bonds with one NH atom in the inhibitor (Atom: NE2 1611 Group: GLN 204 Chain: I).
     (2) Measure their distances and show them in one picture.
  

